.
The products of ORF7 and ORF8 shared homology with the MolA protein (30% identity, 51 % similarity) and the MolB protein (26% identity, 48% similarity), respectively, encoded in the gene cluster which is involved in mollbdenum transport in Azotobacter vinelandii (Fig. 4) Figure 6 ). The transcription start point of ORFI was mapped to 54 to 56 and 51 nucleotides (nt) upstream of the putative ATG codon (Fig. 5A) (Fig. 7A) . These values were Fig. 4 -Comparison of the predicted amino acid sequences of the ORF7 product (HiORF7) and the A. vinelandii MolA protein (AvMoIA) (A) and the ORF8 product (HiORFB) and the A. vinelandii MolB protein (AvMoIB) (B). The DNA sequence of ORFB past Pstl site was completed by single stranded sequencing. Identical residues are denoted by bars and similar residues by dots. Gaps were inserted for maximal alignments. Asterisks indicate stop codons. LOS from mutants with insertions that were mapped to the ORF7 region had greater than 50% increased binding of MAb 2F2, while MAb 6E4 binding was equivalent to that observed with the LOS from the parental strain (Fig. 7) . Insertions mapped to ORF8 had no observable effect on LOS biosynthesis. No alterations were observed in the LOS banding patterns by any mutation in the 1.7 kb EcoRI-PstI region (data not shown). 
